


































































12/1/2015 DEPARTMENT OF THE INTERIOR Mail ­ Re: Oct 19 2015 1:00:01; Acknowledgement letter for Permit No. "79276B"" PRT­79276B

https://mail.google.com/mail/u/0/?ui=2&ik=9ca975b560&view=pt&search=inbox&msg=1515a460e6c31891&siml=1515a460e6c31891 1/3

Moore, Kathleen <kathleen_moore@fws.gov>

Re: Oct 19 2015 1:00:01; Acknowledgement letter for Permit No. "79276B""
PRT­79276B

Miller, Brittany Y. <bym2106@cumc.columbia.edu> Mon, Nov 30, 2015 at 4:21 PM
To: "Moore, Kathleen" <kathleen_moore@fws.gov>

Dear Kathleen,

I have attached here a response to the request for additional documentation for file number PRT­79276B.
 Please let me know if a hard copy needs to be sent in or if this electronic version will suffice.

Best regards,
Brittany

On Nov 9, 2015, at 3:54 PM, Moore, Kathleen <kathleen_moore@fws.gov> wrote:

We received your application for a Endangered Species Act (ESA) authorization to import several
biological samples from bats for the purpose of scientific research. The processing of your
application cannot be completed because:

1.  Of the rather long list, for which many do not need our prior authorization, the big brown bat,
lesser long­nosed bat, and the Mexican long­nosed bat will need our consult and prior
authorization. You did not adequately justify the direct benefit to the species in your
research proposal. Please respond.

Please provide the information and documentation indicated.  Any response must be in written
form.

 
If we do not receive the information requested above within 45 days from the date of this e­mail,
your application will be abandoned and administratively closed.  Once the file is closed, you would
need to submit a new application and all required fees.  If you have questions, you may contact
me at Kathleen_Moore@fws.gov or at 5275 Leesburg Pike Falls Church, VA 22041, (telephone
number 1­800­358­2104, ext. 2511; facsimile transmission number 703­358­2281).  Please
reference your file number, PRT­79276B.

On Mon, Nov 9, 2015 at 1:15 PM, Moore, Kathleen <kathleen_moore@fws.gov> wrote:
This application will be pending for at least another 60 days since I will have to consult with our
Regional office on this request as well as publish it in the Federal Register for public comment
for 30 days.

I have not reviewed this one yet. If I have any questions I will let you know.

Thanks,
Kathleen
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On Mon, Nov 9, 2015 at 10:11 AM, Miller, Brittany Y. <bym2106@cumc.columbia.edu> wrote:

Hello Kathleen,

What is the status of permit US79276B/9?

Thank you,
Brittany Miller

Project Coordinator
Center for Infection and Immunity
Mailman School of Public Health
Columbia University
722 W. 168th St., Rm. 1701
New  York, NY 10032
Office: 212­342­9038
Fax: 212­342­9044
Email: bym2106@cumc.columbia.edu
 
This e­mail/fax message, including any attachments, is for the sole use of the
intended recipient(s) and may contain confidential and privileged information.
Any unauthorized review, use, disclosure or distribution is prohibited. If you are
not the intended recipient, please contact the sender by reply e­mail/fax and
destroy all copies of the original message.

On Oct 19, 2015, at 1:00 PM, E­Mail Sys#5 <permits@fws.gov>
wrote:

COLUMBIA UNIVERSITY, CENTER FOR INFECTION AND
IMMMUNITY
722 WEST 168TH STREET. 17TH FLOOR
NEW YORK, NY 10032
U.S.A.

Thank you for submitting an application to the U.S. Fish and
Wildlife Service. The application was received by the 
Division of Management Authority on 10/19/2015; check number
1000894145 accompanied the application. Your 
application has been assigned the following PRT identification
number: **US79276B/9

While processing time may be less, you should anticipate a
minimum of 30 days to process your request, with 
many requests averaging between 60 to 90 days due to some
requests which need to be published in the Federal 
Register and/or be reviewed by other Service offices.  

While we are aware that you may want to inquire about the status
of your application, we request that you allow our 
office at least three weeks after the receipt of this letter to make
any inquiries. If you have additional information that 
needs to be provided, please mail information to DMA, Branch of
Permits MS: IA, 5275 Leesburg Pike, Falls 
Church, VA 22041 by fax 703­358­2281 or call our staff on duty at
800­358­2104.
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­­ 
Kathleen Moore
USFWS/Division of Management Authority
Branch of Permits, MS: IA
5275 Leesburg Pike
Falls Church, VA 22041­3803
1­800­358­2104 (Phone)

**Check out the new CITES species database at www.speciesplus.net to find out more
information about how species are listed and protected under the Convention.**

­­ 
Kathleen Moore
USFWS/Division of Management Authority
Branch of Permits, MS: IA
5275 Leesburg Pike
Falls Church, VA 22041­3803
1­800­358­2104 (Phone)

**Check out the new CITES species database at www.speciesplus.net to find out more
information about how species are listed and protected under the Convention.**
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Coronavirus Diversity in bats from Nearctic and Neotropical limits in Mexico. 
 

 
Additional Information. 

 
 

How will the proposed research activities enhance or benefit the wild population? 
 
 

México is home to the transitional area between two biogeographical regions (Nearctic and 
Neotropical); it is classified as a megadiverse country and is third in wildlife mammalian richness 
on the planet. In this country we found 134 bat species representing 8 different taxonomic families. 
In recent years bats have been identified as an important group in the maintenance and conservation 
of entire ecosystems (seed dispersers, pollination & pest control); therefore, bat research has 
increased in various fields such as ecology, evolution, physiology, disease ecology, etc. 
 
Human activity has modified bat ecosystems, causing loss of habitat and resources, pollution, and 
disease transmission between wildlife, domestic animals and humans; these processes have been 
identified as the cause of some emerging infectious diseases in spillover events between pathogens 
of these three target population groups. The overlapping distribution of reservoir and recipient hosts 
crudely delineates areas where recipient hosts are at risk of infection.  Areas of human population 
growth and changes in land use collectively increase the area and incidence of co-occurrence 
between bats and another species. Some viral spillovers occur where urban and peri-urban areas are 
expanding and human population growth is high. 
 
Bats have been identified as reservoirs for a wide range of human pathogens including Nipah, 
Hendra, Ebola, Marburg, and the Coronaviruses (CoVs) related to Severe Acute Respiratory 
Syndrome (SARS and MERS CoVs). The research proves than bats and some viruses share an 
evolutionary history that may accommodate an interaction between virus and host cells that results 
in no apparent pathology or clinical disease. If persistent infections are suppressed by the host’s 
immune response, viral replication and episodic shedding could occur when intrinsic or extrinsic 
stressors (anthropogenic activities) weaken the immune response. It is also plausible that 
physiological and environmental stressors and co-infections could increase the probability of 
individuals becoming shedders or even supershedders. 
 
In Mexico until a few years ago nothing was known about the diversity of some viruses as CoVs in 
bats, but recent studies detected a significant co-phylogenetic signal between CoVs and chiropteran 
phylogenies. This research suggests that lineages have a diversification history dominated by co-
speciation events and that host species at the genus level represent a strong selective driver in CoVs 
diversification.  This host-parasite link also suggests that host switching is frequent within bat 
genera, but rare across bats from different genera. This conclusion is the driver for the constructions 
of new theories, explaining that if bats and CoVs have a strong co-evolutionary relationship this 
virus can be a symbiont and we will have hosts and also parasites niche specialists and generalists. 
In this context, if we survey parasites (viruses) on niche specialist bats (in general endangered or 
vulnerable species), these organisms are excellent sentinels for ecosystem function. 
 
Therefore, the results of this research will be an important tool in describing bat communities and 
ecosystems, and will generate strong data to justify the importance of their restoration and 
conservation. 
  




